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The Story in our Genes

Flow of Genetic Information Kit

Alexis and Noah Beery as children and teenagers

Retta Beery
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ife is complicated!
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Engage the Model
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What do we NEED to copy DNA?
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Play time!

Using the DNA strand create a model to illustrate the
function of DNA Helicase.
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What is useful about the FGIK model of
replication?

How could this model be improved to be
more accurate? (How s this model wrong?)
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ication: Bubbles & Forks
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Transcrlptlon looks somethlng I|ke th|s...
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And here itis!
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Now play!
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Now play!
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Now play!
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Recap: Central Dogma
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THE CENTRAL DOGMA
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Components of Translatlon (Textbook)
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Now, “charge” the tRNAs!
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YOU play the role of the
Aminoacyl-tRNA Synthetases




Translation Placemat
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Examine this model. What do you notice? What do you wonder?
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Sepiaterin Reductase

Jmol User Design Environment (JUDE) e
An Online Tool for Creating Protein Visualizations and 3D Printed Models
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Beery Twins

Abeais and Noah Baery &t children and Teensgers

Retla Beery
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Modeling the
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